Author Index 


Adam, M., see O'Neill, G.P. (1129) 131 
Adams, V., see Griffin, L.D. (1129) 309 
Ajtkhozhina, N.A., see Tujebajeva, R.M. (1129) 177 
Allegra, P., see Caiafa, P. (1129) 43 
Amadei, A., see Camilloni, G. (1129) 73 
Amino, N., see Tatsumi, K.-i. (1129) 231 
Andreadis, A. and Rosenthal, E.R. 
The nucleotide sequence of /euB from Salmonella typhimurium 
(1129) 228 
Arimura, A., see Hosoya, M. (1129) 199 
Aronson, P.S., see Hildebrandt, F. (1129) 105 


Beckman, D.L. and Kranz, R.G. 

A bacterial homolog to HPRT (1129) 112 
Bensadoun, A., see Cooper, D.A. (1129) 166 
Beppu, T., see Kobayashi, M. (1129) 23 
Bhasin, R. and Freundlich, M. 

The nucleotide sequence of the Escherichia coli crp divergent 

RNA and an overlapping ORF (1129) 109 
Bisson, R., see Rizzuto, R. (1129) 100 
Boldyreff, B., see Dobrowolska, G. (1129) 139 
Bosch, L., see Sam, T. (1129) 64 
Brenner, B.M., see Marsden, P.A. (1129) 245 
Brini, M., see Rizzuto, R. (1129) 100 
Brown, J.W.S., see Hu, Y. (1129) 90 


Cai, F., Tang, D. and Weber, J.M. 
Primary structure of the murine adenovirus type 1 proteinase 
(1129) 339 

Caiafa, P., Reale, A., D’Erme, M., Allegra, P., Santoro, R. and 
Strom, R. 
Histones and DNA methylation in mammalian chromatin. II. 
Presence of non-inhibitory tightly-bound histones (1129) 43 

Camilloni, G., Caserta, M., Amadei, A. and Di Mauro, E. 
The conformation of constitutive DNA interaction sites for eu- 
karyotic DNA topoisomerase I on intrinsically curved DNAs 
(1129) 73 

Capaldi, R.A., see Rizzuto, R. (1129) 100 

Caserta, M., see Camilloni, G. (1129) 73 

Cato, A.C.B., see Ponta, H. (1129) 255 

Chai, K.X., Chao, J. and Chao, L. 
Molecular cloning and sequence analysis of the mouse 
kallikrein-binding protein gene (1129) 127 

Chang, S.-C., Yang, W.-C. and Lee, Y.-H.W. 
The 16S rNA gene of Streptomyces lividans TK64 contains inter- 
nal promoters (1129) 219 

Chang, Y.-S., see Huang, C.-J. (1129) 237 

Chao, J., see Chai, K.X. (1129) 127 

Chao, L., see Chai, K.X. (1129) 127 

Chopra, A.K., Peterson, J.W. and Prasad, R. 
Cloning and sequence analysis of hydrogenase regulatory genes 
(hydHG) from Salmonella typhimurium (1129) 115 

Chung, H.-H., Kim, R. and Kim, S.-H. 
Biochemical and biological activity of phosphorylated and non- 
phosphorylated ras p21 mutants (1129) 278 

Ciana, A., see Ruggiero, J. (1129) 294 


Ciejek-Baez, E., see Maine, A.B. (1129) 240 

Clarke, E.P. and Sanwal, B.D. 
Cloning of a human collagen-binding protein, and its homology 
with rat gp46, chick hsp47 and mouse J6 proteins (1129) 242 

Collins, T., see Marsden, P.A. (1129) 245 

Colombo, P., Yon, J. and Fried, M. 
The organization and expression of the human L7a ribosomal 
protein gene (1129) 93 

Cooper, D.A., Lu, S.-C., Viswanath, R., Freiman, R.N. and Ben- 
sadoun, A. 
The structure and complete nucleotide sequence of the avian 
lipoprotein lipase gene (1129) 166 

Cybulsky, M., see Marsden, P.A. (1129) 245 


Dassa, E., see Schneider, E. (1129) 223 

Davies, N. and Lindsey, G.G. 
Histone—DNA contacts in the 167 bp 2-turn core particle (1129) 
57 

Davies, P.L., see Rancourt, D.E. (1129) 188 

D’Erme, M., see Caiafa, P. (1129) 43 

De Strooper, B., Van Leuven, F. and Van Den Berghe, H. 
The amyloid 8 protein precursor or proteinase nexin II from 
mouse is closer related to its human homolog than previously 
reported (1129) 141 

Di Mauro, E., see Camilloni, G. (1129) 73 

Dirheimer, G., see Heitzler, J. (1129) 273 

Dobrowolska, G., Boldyreff, B. and Issinger, O.-G. 
Cloning and sequencing of the casein kinase 2 a subunit from 
Zea mays (1129) 139 


Eecen, G.-J., see Sam, T. (1129) 64 

Eguchi, M., see Itoh, M. (1129) 135 

Eizenberg, O. and Oren, M. 
Reduced levels of a1 (I) collagen mRNA in cells immortalized by 
mutant p53 or transformed by ras (1129) 34 


Fedorova, O.S., see Tujebajeva, R.M. (1129) 177 
Flannigan, D., see Harauz, G. (1129) 207 
Ford-Hutchinson, A.W., see O'Neill, G.P. (1129) 131 
Francoz, E., see Schneider, E. (1129) 223 

Freiman, R.N., see Cooper, D.A. (1129) 166 
Freundlich, M., see Bhasin, R. (1129) 109 

Fried, M., see Colombo, P. (1129) 93 

Fujii, T., see Miyamoto, K.-i. (1129) 195 

Fujino, M., see Hosoya, M. (1129) 199 

Fukamizu, A., see Seo, M.-S. (1129) 87 


Gachelin, G., see Morita, T. (1129) 96 

Gelb, B.D., see Griffin, L.D. (1129) 309 

Gimbrone, Jr., M.A., see Marsden, P.A. (1129) 245 

Goto, S., see Kawanomoto, M. (1129) 335 

Graifer, D.M., see Tujebajeva, R.M. (1129) 177 

Griffin, L.D., Gelb, B.D., Adams, V. and McCabe, E.R.B. 
Developmental expression of hexokinase | in the rat (1129) 309 

Grygorczyk, R., see O’Neill, G.P. (1129) 131 

Guarino, L., see Huybrechts, R. (1129) 328 


| | 
U 


356 


Haga, T., see Komase, K. (1129) 342 

Hagihira, H., see Miyamoto, K.-i. (1129) 195 

Harauz, G., Letvenuk, L. and Flannigan, D. 
Electron image analysis of ribosomal subunits from Thermus 
aquaticus (1129) 207 

Hashimoto, T., see Kamijo, K. (1129) 323 

Hatanaka, M., see Lee, W.J. (1129) 248 

Hattori, H., see Kawanomoto, M. (1129) 335 

Hayzer, D.J., see Zhong, C. (1129) 234 

Heber, S. and Tropp, B.E. 
Genetic regulation of cardiolipin synthase in Escherichia coli 
(1129) 1 

Heitzler, J., Maréchal-Drouard, L., Dirheimer, G. and Keith, G. 
Use of a dot blot hybridization method for identification of pure 
tRNA species on different membranes (1129) 273 

Hemila, H. 
Lipoamide dehydrogenase of Staphylococcus aureus: nucleotide 
sequence and sequence analysis (1129) 119 

Hernandez, F., see Pineiro, M. (1129) 183 

Herrlich, P., see Ponta, H. (1129) 255 

Hildebrandt, F., Pizzonia, J.H., Reilly, R.F., Rebougas, N.A., Sardet, 
C., Pouysségur, J., Slayman, C.W., Aronson, P.S. and Igarashi, P. 
Cloning, sequence and tissue distribution of a rabbit renal 
Na*/H* exchanger transcript (1129) 105 

Hirvas, L., see Vuorio, R. (1129) 124 

Horinouchi, S., see Kobayashi, M. (1129) 23 

Hosoya, M., Kimura, C., Ogi, K., Ohkubo, S., Miyamoto, Y., Kugoh, 
H., Shimizu, M., Onda, H., Oshimura, M., Arimura, A. and 
Fujino, M. 
Structure of the human pituitary adenylate cyclase activating 
polypeptide (PACAP) gene (1129) 199 

Hu, Y., Brown, J.W.S., Waugh, R. and Turner, P.C. 
Cloning and characterisation of a U6 small nuclear RNA gene 
from potato (1129) 90 

Huang, C.-J., Huang, F.-L., Wang, Y.-C., Chang, Y.-S. and Lo, T.-B. 
Organization and nucleotide sequence of carp gonadotropin a@ 
subunit genes (1129) 237 

Huang, F.-L., see Huang, C.-J. (1129) 237 

Huybrechts, R., Guarino, L., Van Brussel, M. and Vulsteke, V. 
Nucleotide sequence of a transactivating Bombyx mori nuclear 
polyhedrosis virus immediate early gene (1129) 328 


Igarashi, P., see Hildebrandt, F. (1129) 105 

Issinger, O.-G., see Dobrowolska, G. (1129) 139 

Itoh, M., Takeda, S., Yamamoto, H., Izumi, S., Tomino, S. and 
Eguchi, M. 
Cloning and sequence analysis of membrane-bound alkaline 
phosphatase cDNA of the silkworm, Bombyx mori (1129) 135 

Izumi, S., see Itoh, M. (1129) 135 


Kalkkinen, N., see Lundstrém, K. (1129) 149 

Kamijo, K., Kamijo, T., Ueno, I., Osumi, T. and Hashimoto, T. 
Nucleotide sequence of the human 70 kDa peroxisomal mem- 
brane protein: a member of ATP-binding cassette transporters 
(1129) 323 

Kamijo, T., see Kamijo, K. (1129) 323 

Karpova, G.G., see Tujebajeva, R.M. (1129) 177 

Kawanomoto, M., Motojima, K., Sasaki, M., Hattori, H. and Goto, S. 
cDNA cloning and sequence of rat ribonuclease inhibitor, and 
tissue distribution of the mRNA (1129) 335 

Keith, G., see Heitzler, J. (1129) 273 

Kim, R., see Chung, H.-H. (1129) 278 

Kim, S.-H., see Chung, H.-H. (1129) 278 

Kimura, C., see Hosoya, M. (1129) 199 

Kobayashi, M., Nishiyama, M., Nagasawa, T., Horinouchi, S., Beppu, 
T. and Yamada, H. 
Cloning, nucleotide sequence and expression in Escherichia coli 


of two cobalt-containing nitrile hydratase genes from Rhodococ- 

cus rhodochrous J1 (1129) 23 

Komase, K., Haga, T., Yoshikawa, Y. and Yamanouchi, K. 
Complete nucleotide sequence of the phosphoprotein of the 
Yamagata-1 strain of a defective subacute sclerosing panen- 
cephalitis (SSPE) virus (1129) 342 

KoSovsky, J., Subr, Z., Popovindkova, K. and Zelinka, J. 
Production of multiple forms during purification of Streptomyces 
aureofaciens DNA polymerase: a study using nondenaturing poly- 
acrylamide gradient gel electrophoresis (1129) 287 

Kranz, R.G., see Beckman, D.L. (1129) 112 

Kubota, H., see Morita, T. (1129) 96 

Kugoh, H., see Hosoya, M. (1129) 199 


Lee, W.J., Hatanaka, M. and Maki, M. 
Multiple forms of rat calpastatin cDNA in the coding region of 
functionally unknown amino-terminal domain (1129) 248 

Lee, Y.-H.W., see Chang, S.-C. (1129) 219 

Letvenuk, L., see Harauz, G. (1129) 207 

Lindsey, G.G., see Davies, N. (1129) 57 

Lo, T.-B., see Huang, C.-J. (1129) 237 

Lu, S.-C., see Cooper, D.A. (1129) 166 

Ludes-Meyers, J., see Wilson, V.G. (1129) 215 

Lundstrém, K., Tilgmann, C., Peranen, J., Kalkkinen, N. and Ulma- 
nen, I. 
Expression of enzymatically active rat liver and human placental 
catechol-O-methyltransferase in Escherichia coli; purification and 
partial characterization of the enzyme (1129) 149 

Luo, S., see Rogers, P.V. (1129) 262 


Macgregor, Jr., R.B. 
Footprinting of EcoRI endonuclease at high pressure (1129) 303 

Maine, A.B., Stauffer, J.K., Tolan, D.R. and Ciejek-Baez, E. 
Unique use of alternative polyadenylation signals in the mouse 
aldolase B gene (1129) 240 

Maki, M., see Lee, W.J. (1129) 248 

Mandel, M., see Sam, T. (1129) 64 

Manzini, G., see Ruggiero, J. (1129) 294 

Maréchal-Drouard, L., see Heitzler, J. (1129) 273 

Marsden, P.A., Sultan, P., Cybulsky, M., Gimbrone, Jr., M.A., Bren- 
ner, B.M. and Collins, T. 
Nucleotide sequence of endothelin-1 cDNA from rabbit endothe- 
lial cells (1129) 245 

Matasova, N.B., see Tujebajeva, R.M. (1129) 177 

Matharu, P.J. and Sweeney, G.E. 
Cloning and sequencing of a COUP transcription factor gene 
expressed in Xenopus embryos (1129) 331 

Matsubara, T., see Miyamoto, K.-i. (1129) 195 

Matsushiro, A., see Morita, T. (1129) 96 

McCabe, E.R.B., see Griffin, L.D. (1129) 309 

Mikoshiba, K., see Tamura, T.-a. (1129) 83 

Minami, H., see Miyamoto, K.-i. (1129) 195 

Miyai, K., see Tatsumi, K.-i. (1129) 231 

Miyamoto, K.-i., Oka, T., Fujii, T., Matsubara, T., Minami, H., 
Nakabou, Y., Natori, Y. and Hagihira, H. 
Differential mechanisms of induction of ornithine decarboxylase 
in rat intestine by L- and p-amino acids (1129) 195 

Miyamoto, Y., see Hosoya, M. (1129) 199 

Mizushima, T., see Tanji, K. (1129) 172 

Morita, T., Kubota, H., Gachelin, G., Nozaki, M. and Matsushiro, A. 
Cloning of cDNA encoding rat TCP-1 (1129) 96 

Motojima, K., see Kawanomoto, M. (1129) 335 

Multhaup, G., see Schumacher, A. (1129) 13 

Murakami, K., see Seo, M.-S. (1129) 87 


Nagasawa, T., see Kobayashi, M. (1129) 23 
Nagel, K. and Voigt, J. 
An inhibitor of elongation factor G (EF-G) GTPase present in 


= 


the ribosome wash of Escherichia coli: a complex of initiation 
factors IF1 and IF3? (1129) 145 

Nakabou, Y., see Miyamoto, K.-i. (1129) 195 

Natori, S., see Tanji, K. (1129) 172 

Natori, Y., see Miyamoto, K.-i. (1129) 195 

Nicholson, A.W. 
Accurate enzymatic cleavage in vitro of a 2'-deoxyribose-sub- 
stituted ribonuclease III processing signal (1129) 318 

Nishiyama, M., see Kobayashi, M. (1129) 23 

Nordheim, A., see Schumacher, A. (1129) 13 

Notomi, T., see Tatsumi, K.-i. (1129) 231 

Nozaki, M., see Morita, T. (1129) 96 


Odintsov, V.B., see Tujebajeva, R.M. (1129) 177 

Ogi, K., see Hosoya, M. (1129) 199 

Ohkubo, S., see Hosoya, M. (1129) 199 

Ohmori, H., see Takai, T. (1129) 161 

Oka, T., see Miyamoto, K.-i. (1129) 195 

Onda, H., see Hosoya, M. (1129) 199 

O’Neill, G.P., Grygorezyk, R., Adam, M. and Ford-Hutchinson, 
A.W. 
The nucleotide sequence of a voltage-gated chloride channel 
from the electric organ of Torpedo californica (1129) 131 

Oren, M., see Eizenberg, O. (1129) 34 

Oshimura, M., see Hosoya, M. (1129) 199 

Osumi, T., see Kamijo, K. (1129) 323 


Palacian, E., see Pineiro, M. (1129) 183 
Peranen, J., see Lundstr6ém, K. (1129) 149 
Peterson, J.W., see Chopra, A.K. (1129) 115 
Pineiro, M., Hernandez, F. and Palacian, E. 
Succinylation of histone amino groups facilitates transcription of 
nucleosomal cores (1129) 183 
Pizzonia, J.H., see Hildebrandt, F. (1129) 105 
Pley, C., see Sam, T. (1129) 64 
Ponta, H., Cato, A.C.B. and Herrlich, P. 
Interference of pathway specific transcription factors (1129) 255 
Popanda, O. and Thielmann, H.W. 
The function of DNA polymerases in DNA repair synthesis of 
ultraviolet-irradiated human fibroblasts (1129) 155 
Popovnakova, K., see KoSovsky, J. (1129) 287 
Pouysségur, J., see Hildebrandt, F. (1129) 105 
Prasad, R., see Chopra, A.K. (1129) 115 


Quadrifoglio, F., see Ruggiero, J. (1129) 294 


Rancourt, D.E., Davies, P.L. and Walker, V.K. 
Differential translatability of antifreeze protein mRNAs in a 
transgenic host (1129) 188 

Raybourne, R.B., see Vuorio, R. (1129) 124 

Reale, A., see Caiafa, P. (1129) 43 

Rebougas, N.A., see Hildebrandt, F. (1129) 105 

Reilly, R.F., see Hildebrandt, F. (1129) 105 

Rizzuto, R., Sandona, D., Brini, M., Capaldi, R.A. and Bisson, R. 
The most conserved nuclear-encoded polypeptide of cytochrome 
c oxidase is the putative zinc-binding subunit: primary structure 
of subunit V from the slime mold Dictyostelium discoideum 
(1129) 100 

Rogers, P.V., Luo, S., Sucic, J.F. and Rutherford, C.L. 
Characterization and cloning of glycogen phosphorylase 1 from 
Dictyostelium discoideum (1129) 262 

Rosenthal, E.R., see Andreadis, A. (1129) 228 

Ruggiero, J., Xodo, L.E., Ciana, A., Manzini, G. and Quadrifoglio, 
F. 
Charge effect in the interaction of doxorubicin and derivatives 
with polydeoxynucleotides (1129) 294 

Runge, M.S., see Zhong, C. (1129) 234 

Rutherford, C.L., see Rogers, P.V. (1129) 262 


Sachs, G., see Tari, A. (1129) 49 

Saito, T., see Seo, M.-S. (1129) 87 

Sam, T., Eecen, G.-J., Pley, C., Bosch, L. and Mandel, M. 
Thermal stability of turnip yellow mosaic virus RNA: effect of pH 
and multivalent cations on RNA deaggregation and degradation 
(1129) 64 

Sandona, D., see Rizzuto, R. (1129) 100 

Santoro, R., see Caiafa, P. (1129) 43 

Sanwal, B.D., see Clarke, E.P. (1129) 242 

Sardet, C., see Hildebrandt, F. (1129) 105 

Sasaki, M., see Kawanomoto, M. (1129) 335 

Schneider, E., Francoz, E. and Dassa, E. 
Completion of the nucleotide sequence of the ‘maltose B’ region 
in Salmonella typhimurium: the high conservation of the malM 
gene suggests a selected physiological role for its product (1129) 
223 

Schroter, H., see Schumacher, A. (1129) 13 

Schumacher, A., Schréter, H., Multhaup, G. and Nordheim, A. 
Murine cyclophilin-S1: a variant peptidyl-prolyl isomerase with a 
putative signal sequence expressed in differentiating F9 cells 
(1129) 13 

Sekimizu, K., see Tanji, K. (1129) 172 

Seo, M.-S., Fukamizu, A., Saito, T. and Murakami, K. 
Identification of a previously unrecognized production site of 
human renin (1129) 87 

Shimizu, M., see Hosoya, M. (1129) 199 

Slayman, C.W., see Hildebrandt, F. (1129) 105 

Stauffer, J.K., see Maine, A.B. (1129) 240 

Strom, R., see Caiafa, P. (1129) 43 

Subr, Z., see KoSovsky, J. (1129) 287 

Sucic, J.F., see Rogers, P.V. (1129) 262 

Sultan, P., see Marsden, P.A. (1129) 245 

Sumii, M., see Tari, A. (1129) 49 

Sumita, K., see Tamura, T.-a. (1129) 83 

Sweeney, G.E., see Matharu, P.J. (1129) 331 


Takai, T. and Ohmori, H. 
Enhancement of DNA transfection efficiency by heat treatment 
of cultured mammalian cells (1129) 161 

Takeda, S., see Itoh, M. (1129) 135 

Tamura, T.-a., Sumita, K. and Mikoshiba, K. 
Sequences involved in brain-specific in vitro transcription from 
the core promoter of the mouse myelin basic protein gene (1129) 
83 

Tang, D., see Cai, F. (1129) 339 

Tanji, K., Mizushima, T., Natori, S. and Sekimizu, K. 
Induction by psychotropic drugs and local anesthetics of DnaK 
and GroEL proteins in Escherichia coli (1129) 172 

Tari, A., Wu, V., Sumii, M., Sachs, G. and Walsh, J.H. 
Regulation of rat gastric H*/K*-ATPase a-subunit mRNA by 
omeprazole (1129) 49 

Tatsumi, K.-i., Notomi, T., Amino, N. and Miyai, K. 
Nucleotide sequence of the complementary DNA for human 
Pit-1 /GHF-1 (1129) 231 

Thielmann, H.W., see Popanda, O. (1129) 155 

Tilgmann, C., see Lundstrém, K. (1129) 149 

Tolan, D.R., see Maine, A.B. (1129) 240 

Tomino, S., see Itoh, M. (1129) 135 

Tropp, B.E., see Heber, S. (1129) 1 

Tujebajeva, R.M., Graifer, D.M., Matasova, N.B., Fedorova, O.S., 
Odintsov, V.B., Ajtkhozhina, N.A. and Karpova, G.G. 
Selective inhibition of the polypeptide chain elongation in eu- 
karyotic cells (1129) 177 

Turner, P.C., see Hu, Y. (1129) 90 


Ueno, I., see Kamijo, K. (1129) 323 
Ulmanen, I., see Lundstrém, K. (1129) 149 


357 


358 


Vaara, M., see Vuorio, R. (1129) 124 

Van Brussel, M., see Huybrechts, R. (1129) 328 

Van Den Berghe, H., see De Strooper, B. (1129) 141 

Van Leuven, F., see De Strooper, B. (1129) 141 

Viswanath, R., see Cooper, D.A. (1129) 166 

Voigt, J., see Nagel, K. (1129) 145 

Vulsteke, V., see Huybrechts, R. (1129) 328 

Vuorio, R., Hirvas, L., Raybourne, R.B., Yu, D.T.Y. and Vaara, M. 
The nucleotide and deduced amino acid sequence of the cationic 
19 kDa outer membrane protein OmpH of Yersinia pseudotuber- 
culosis (1129) 124 


Walker, V.K., see Rancourt, D.E. (1129) 188 
Walsh, J.H., see Tari, A. (1129) 49 

Wang, Y.-C., see Huang, C.-J. (1129) 237 
Waugh, R., see Hu, Y. (1129) 90 

Weber, J.M., see Cai, F. (1129) 339 


Wilson, V.G. and Ludes-Meyers, J. 
Partite expression of the bovine papillomavirus El open reading 
frame in Escherichia coli (1129) 215 

Wu, V., see Tari, A. (1129) 49 


Xodo, L.E., see Ruggiero, J. (1129) 294 


Yamada, H., see Kobayashi, M. (1129) 23 
Yamamoto, H., see Itoh, M. (1129) 135 
Yamanouchi, K., see Komase, K. (1129) 342 
Yang, W.-C., see Chang, S.-C. (1129) 219 
Yon, J., see Colombo, P. (1129) 93 
Yoshikawa, Y., see Komase, K. (1129) 342 
Yu, D.T.Y., see Vuorio, R. (1129) 124 


Zelinka, J., see KoSovsky, J. (1129) 287 

Zhong, C., Hayzer, D.J. and Runge, M.S. 
Molecular cloning of a cDNA encoding a novel protein related to 
the neuronal vesicle protein synaptophysin (1129) 234 


= 
> 
- 
4 is 
: 


